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Each protein has a unique 
3D shape that determines 
how it works and what it 
does. 
Knowledge of its structure 
can provide:
● More precise work on 

drug development
● Useful in future 

pandemic response 
efforts

There are still techniques not implemented that have 
potential to significantly improve the efficiency of current 
models, like multimer templates or self-distillation of 
multimer predictions and assure atomic precision.
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