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Flavobacterium
Bacteroidetes
Flavobacterium frigoris
Flavobacterium branchiophilum
Flavobacteria bacterium BAL38
Flavobacterium sp. CF136
Flavobacterium psychrophilum
Bacteroides
Flavobacterium sp. F52
Flavobacterium johnsoniae
Psychroflexus torquis
Bacteroides salanitronis
Tannerella forsythia
Cellulophaga algicola
Cyanobacteria
Sphingobacterium sp. 21
Flavobacterium columnare
Myroides injenensis
Flavobacterium indicum
Maribacter sp. HTCC2170
Riemerella anatipestifer
Dysgonomonas gadei
Bergeyella zoohelcum
Caldithrix abyssi
Capnocytophaga
Bizionia argentinensis
Proteobacteria
Desulfobacter postgatei
Haliscomenobacter hydrossis
Myroides odoratimimus
Niabella soli

Solitalea canadensis
Kordia algicida
Imtechella halotolerans
Lacinutrix sp. 5H−3−7−4
Sphingobacterium spiritivorum
Myroides
Chitinophaga pinensis
Gillisia limnaea
Bacteroides fragilis
Candidatus Amoebophilus asiaticus
Nonlabens dokdonensis
Capnocytophaga ochracea
Elizabethkingia anophelis
Aequorivita sublithincola
Dactylococcopsis salina
Odoribacter laneus
Polaribacter
Aliivibrio salmonicida
Pedobacter
Dyadobacter fermentans
Firmicutes
Pedobacter saltans
Runella slithyformis
Cyanothece sp. PCC 8801
Muricauda ruestringensis
Formosa sp. AK20
Aquimarina agarilytica
Capnocytophaga sp. oral taxon 326
Desulfovibrio alaskensis
Microcystis aeruginosa
Flavobacteria bacterium BBFL7

Parabacteroides merdae
Fulvivirga imtechensis
Zobellia galactanivorans
Odoribacter splanchnicus
Niastella koreensis
Mucilaginibacter paludis
Galbibacter sp. ck−I2−15
Chryseobacterium gleum
Salmonella enterica
Flexibacter litoralis
Prevotella pallens
Zunongwangia profunda
Alistipes sp. JC136
Parabacteroides goldsteinii
Chryseobacterium sp. CF314
Emticicia oligotrophica
Pedobacter sp. BAL39
Paludibacter propionicigenes
Bacteroides cellulosilyticus
Flavobacteriales bacterium ALC−1
Geobacillus
Prevotella
Bacteroides oleiciplenus
Legionella pneumophila
Echinicola vietnamensis
Paenibacillus
Chryseobacterium
Leptospira noguchii
Krokinobacter sp. 4H−3−7−5
Fluviicola taffensis
Mariniradius saccharolyticus

Streptococcus
Deinococcus radiodurans
Aggregatibacter aphrophilus
Marivirga tractuosa
Cellulophaga
Chloroflexi
Leadbetterella byssophila
Paenibacillus mucilaginosus
Chlorobium chlorochromatii
Microscilla marina
Wolbachia endosymbiont of Drosophila melanogaster
Paenibacillus elgii
Leptospira interrogans
Spirochaetes
Bacteroides sp. 1_1_30
Cyclobacterium
Bacillus
Pseudomonas
Caldilinea aerophila
Algoriphagus
Glaciecola
Leadbetterella
Neisseria gonorrhoeae
Methanocella paludicola
Euryarchaeota
Haemophilus haemolyticus
Desulfococcus oleovorans
Elusimicrobium minutum
Azoarcus sp. BH72
Bradyrhizobium sp. ORS 278
Capnocytophaga canimorsus

Capnocytophaga sp. CM59
Burkholderia
Thiobacillus denitrificans
Fusobacterium
Bacteroides finegoldii
Fibrella aestuarina
Escherichia albertii
Bizionia
Marinilabilia salmonicolor
Bergeyella
Weeksella virosa
Nostoc
Pectobacterium
Sorangium cellulosum
Chlorobi
Thiomonas sp. 3As
Pedobacter heparinus
Capnocytophaga sp. oral taxon 329
Clostridium
Candidatus Koribacter versatilis
Meiothermus
Thermus
Brevibacillus laterosporus
Aeromonas
Moritella sp. PE36
Pontibacter sp. BAB1700
Ignavibacterium album
Fibrobacter succinogenes
Flavobacteriaceae bacterium S85
Leeuwenhoekiella blandensis
Gillisia
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