CAOG_08244T0
CAOG_00213T0
0G_05982T0

O'gé%éAOG_og%zm

0.999

Aqu2.1.26816 001
Baikalospongia_bacillifera_ DN19447 cO gl i2 3
0.98 1 mO0026g49a__ mGIuR
' m0026g54a___mGIuR
Lubomirskia_abietina_DN24625 c0 gl i4 O
1 Lubomirskia_baikalensis DN19503 c0 g1 i4 3 partial
Fm0024962a
EmO0024g79a
0.973 Em0003g599a
Baikalospongia_bacillifera_ DN30181 cO gl i1 1 partial
0.998 omirskia_abietina_DN14180 cO gl i1 3
1 1 _ubomirskia_baikalensis_DN17758 c0 gl il 4
Em0022g763a
0.85 Em0022g766a
Em 312g2a
mO0468gla
Aqu2.1.34308_001
1CASF&_HUMAN
CASR_MOUSE
1GRMS_HUMAN
1 GRM5_MOUSE
GRM1_HUMAN
GRM1_MOUSE

0.846
0.961

0.999 0.941 GRM2_HUMAN

1 GRM2_MOUSE
1GRMB_HUMAN
0.966 GRM3_MOUSE
GRM6_MOUSE
GRM6_HUMAN
1GRM4_MOUSE
GRM4_HUMAN
0.907 GRM8_HUMAN
GRM8_MOUSE
RM7_MOUSE
RM7_HUMAN
- Aqu2.1.43899 001
AqQqu2.1.43900 001
1 Aqu2.1.34926_001
0.994 Aqu2.1.34923 001
1 Aqu2.1.23321 001
O Aqu2.1.07433 001 partial
Aqu2.1.24182 001
Aqu2.1.23322_001__patrtial
Alatina_alata_c61081 g1 i1 5 ICt
0.872 0.5400011g363a
mO0173g2a__partial
Baikalospongia_bacillifera_ DN13671 cO g1 i1 O
%@%}?mirskia_abietina_DN16782_c0_g1_i1_0
0.948 ‘ubomirskia_baikalensis DN5209 c1 gl il 4
- Aqu2.1.34455 001
Aqu2.1.34456 001
0.921 Lubomirskia_baikalensis DN19417 c0 g1 i3 1
' 1%B%)mirskia_abietina_DN24527_00_91_i3_2_partial
3aikalospongia_bacillifera_ DN21061 cO gl i1 4
9002g110a
m0002g72a
%%%%/datiamueIIeri_20738_comp67567_cO_seq1
0ZK%0002g67a
mO0002g113a
Lubomirskia_abietina_ DN22843 c0 gl i1 1
ﬁ_gg%?mirskia_baikalensis_DN12856_CO_g1_i1_1
1 1 Baikalospongia_bacillifera_ DN4401 cO g1 i1 O
ephydatiamuelleri_25644 comp76203_c0_seql
‘é@g?ozoggﬂa
1 m0020g932a
Lubomirskia_abietina_ DN24154 c0 g2 i1l 3
%‘%%kalospongia_bacilIifera_DN20705_C1_g3_i8_2
Lubomirskia_baikalensis DN18627 c0 g1 i1 0
Em0020g934a__missing_internal_exon

gRbydatiamuelleri_25735_comp78991_c0_seql
Em1051gla

EmO0630g5a
Em0020g929a
Baikalospongia_bacillifera_ DN20869 c0 g1 i3 3
Oifﬁﬁ}omirskia_abietina_DN23673_CO_gl_i2_3
0.997 ?_'ubomirskia_baikalensis_DN10655_c0_g1_i1_0_partial
1 @@ 017g105a
mO0017g119a
0.992 FmOOl?ngOa
Em0017g106a
O339|8F5|ydatiamuelIeri_22338_(:0mp68117_c0_seq2
038 Em0017g114a
m0017998a
Em00059g1228a
1 ephydatiamuelleri_20901_comp67615 cl seq2
0.73 Em00069g890a__Int
ephydatiamuelleri_05142 comp51299 c0 seql
EmO0005¢g1301a
0.86 0.988=m EM0005g1294a
s’ Fm0008g939a
1  Em0008g923a__ partial
Fm0005g1313a
EmO0465g2a
Baikalospongia_bacillifera_ DN1977 cO0 g1 i1 O
0.759 %B gmirskia_abietina_DN15895_00_gl_i2_2
' ubomirskia_baikalensis DN15427 cO g1 i1 1
@ngdatiamueIIeri_06289_comp54437_c0_seq1
1 m

0.974

0.79
0.995

1

0.167

0.905

021g511a
Lubomirskia_baikalensis DN17944 cO gl i1 4
(g'é%%%)mirskia_abietina_DN23441_CO_gl_i1_0
alkalospongia_bacillifera_ DN16452 cO g1 i1 3
Lubomirskia_abietina_ DN24733 c0 g1 i1 1
Lubomirskia_baikalensis DN19529 cl1 g1 i1 4
Em0022g966a
A 866n0022g980a
] 0022g839a
EmM0022g981a
.9§n00229842a
Em0022g988a
Em0022g995a
438 m0022g906a
(-)9%&0022991431
"Em0022g915a
0¥ m0022g845a
Em0022g987a
0 5e002291003a
Em0022g975a
0.3%758022985361
Em0022g846a
OE&h0022g994a
$-832022g957a
' Em0022g954a__partial
%m875092a
- ubomirskia_abietina_ DN24579 c1 g1 i5 1
== |Lubomirskia_baikalensis DN19485 cO g3 i13 1
Em00069g1337a
guld EM00210628a
8- 995m00219630a
) 5(Em00219648a_missing_internal_exon
0.976 m0021g642a__partial
Lubomirskia_abietina_ DN24496 cl1 gl i8 i5
' Baikalospongia_bacillifera_DN21265 c0 g2 i2 4
EmO0004g1321a
Em0004g1312a
m0004g1325a
ml11l77gla__partial
Em0004g1337a
palds £mM0004g1346a
Opda Em0004g1342a
Em0004g1344a
EmO0004g1385a
Em00049g1304a
opa8 EmO0004g1291a
EmO0004g1275a
EmO0004g1324a__partial
0-31§m0004gl322a
Em0004g1313a__missing_internal_exon

op56

0.971

0.375

0.9

0.966

0.071

twi_ss.25346.1 2
Aqu2.1.43530_001__Aq727954
- Aqu2.1.22999 001 AqQ713370
Aqu2.1.23001_001__Aq713374
twi_ss.11316.1 0
Slacustris_c104630_g1 il
1 phydatiamuelleri_10299 comp61291 c0_seql
0.959 m0016g376a
' 9Baikalospongia_baciIIifera_DN18319_c0_g1_i1_1
0.378 J%g&omirskia_abietina_DN18356_00_91_i1_0
0.998 ubomirskia_baikalensis DN19876 cO g1 i1 O
EmO0016g374a__missing_internal_exon
559 mirskia_abietina_DN15861 cO g1 i1 1 partial
Cubomirskia_baikalensis DN5938 c0 g1 i1 1 partial
ﬁgggdaﬂamuelIeri_09349_comp60264_c0_seq6
L m

1

0.938

016g375a
Baikalospongia_bacillifera_ DN17805 cO g1 i1 5
J;Zlél})omirskia_abietina_DN18204_C0_g 1.1 1
0.338 ubomirskia_baikalensis DN10077_cO g1 i1 1
oscarella_t h60 65871 comp34165 cO_seql partial
oscarella_t h60_42123 compl1388_cO0_seql8
- oscarella_t h60 52462 compl1760_cO_seql3
oscarella_t h60 64267 compl7249 c0 seql
Coeloplana_meteoris|scaffold22031_1
hormiphora_t x0 09819 comp8395 c0_seq2
ML02335a-AUGUSTUS
Beroe_abyssicola_comp5373_c0_seql
GP156_HUMAN
1 GP156_MOUSE
— Danio_rerio_ XP_005167483.1__ gpcrl56

Callorhinchus_milii_XP_007894037.1___gpcrl56
0.98 Porites_australiensis_13238

IAcropora_digitifera_408_ICt
Acropora_millepora_2820__ICt

0.997
0.967

0.664

0.978
0.037

NVE1157
0p46 0.368

Acropora_millepora_2277
%\cropora_digitifera_6641
C3Y433_BRAFL-trimmed
osds 0.995 - Capcal|22458
Lanatina_comp153988_c0_seq2_1
Stylophora_pistillata_9171
- AIPGENE7219 ICt
0.978 Acropora_millepora_3159
Stylophora_pistillata_11795
Porites_australiensis_23261
Stylophora_pistillata_2729
Triadl_g522.t1  scaffold_1
- Hoilungia_stringtie|10218.1|m.13450
Triadl_g72.t1 scaffold_1
- Hoilungia_stringtie|15673.1|m.20278
Triadl _gl1739.t1 scaffold 2
Hoilungia_stringtie|6504.1|m.8438
0.599 Triadl_g6059.t1 scaffold 6
- Hoilungia_stringtie|6503.1|m.8445
Triadl_g6057.t1 _ scaffold_6
4 0 925 - NVE5469_IC_:t o
Porites_australiensis_9038__ICt
0.998 Amel_4.5|GB53009
1 — TC007169
obirnaseq.37923.1 2
0.969 m— Capcal|204049
0.65 . Lanatina_comp149962_ c0_seq3_2

0.44
0.999

0.838
1
@946

0.926

0.6

AIPGENE12245
- Anthopleura_elegantissima_62189
Porites_australiensis_8820
0.967 C3YECO_BRAFL
0.989 Q1LUN9 DANRE__GABBR2
ABR2_HUMAN
0.888 1 GABR2_MOUSE
0.89 - Capcal|222380
Lanatina_comp141557_c0_seq2_3

G5ECB2_CAEEL__ghb-2
Amel_4.5|GB49239

0.752

1

0.978
0.94

e TC014995

Stylophora_pistillata_9644
- Porites_australiensis_37273
0.954 Stylophora_pistillata_9477
hydra_sra.36426.1 0
0.944 - adi_v1.15790
Porites_australiensis_19582
GABR1 _HUMAN
GABR1 MOUSE
F1QAJ3 DANRE__GABBR1
F1IRDY7 DANRE__GABBR1
1 B3VBI8_CAEEL__gbb-1
TC016191-016192-partial

0.728

T
e AMel_4.5/GB49131

C3z4V0_BRAFL
Capcal|107055
obirnaseq.69248.1 2
Lanatina_comp155098 c1 seq4 1
Hoilungia_stringtie|8751.1|m.11539
0.532 Capcal|42446
Capcal|22448
Hoilungia_stringtie|10558.1|m.13818
Triadl _g5475.t1 scaffold 5
Triadl_g3741.t1__ scaffold_3
0. %54 - Hoilungia_stringtie|11079.1|m.14461
' Triadl _g7871.t1 scaffold 9
- Hoilungia_stringtie|3838.1|m.4714
Triadl _g7915.t1 scaffold 9
1 Hoilungia_stringtie|3832.1|m.4618
—— Hoilungia_stringtie|3833.2|m.4840
Triadl_g7917.t1 scaffold 9
- aphrocallistes_vastus comp22152 c0 _seq3 3
rosella_fibulata TR14631 cO gl il 1
1 aphrocallistes vastus comp16141 cO seql 1
- rosella_fibulata_ TR14675 c0 gl i1 O
sympagella_nux_TR10361 cO0 g1 i1 O
- rosella_fibulata_ TR4584 c0 gl i5 2
L sympagella_nux_TR20329 c0 gl i1 2 partial
aphrocallistes_vastus_comp22385 cl1 seq6 1
aphrocallistes_vastus_comp22385 cl1 seql 1
aphrocallistes_vastus_comp22385 c1 seq2 1
aphrocallistes_vastus comp12269 c0 seql 2
0.999 1 aphrocallistes_vastus_comp17700_cO_seql 4
rosella_fibulata_ TR4083 cO0 gl il 1
rosella_fibulata_ TR4083 c0 gl i2 1
- aphrocallistes_vastus_comp20208 c0_seq3_0
rosella_fibulata. TR3353 c0 gl i1 O
hyalonema_populiferum_TR13658 cO g1 il 1 partial
rosella_fibulata_ TR7995 c0 gl il 2
sympagella_nux TR21457 cO0 gl i3 1
§ympagelIa_nux_TRZ1457_c0_gl_i1_0
sympagella_nux_TR21457 c0 g1 i2 0O
rosella_fibulata TR7683 c0 gl i1 O
0.95 00 roselIa_fibu_lata_TR7683_CO_gl__i3_0
' : hyalonema_populiferum_TR19 c0 gl i1 4
aphrocallistes_vastus compl11820 cO seql 4
rosella_fibulata_ TR8723 c0 g2 il 2
— sympagella_ nux TR21451 c0 g1 i1 O
rosella_fibulata_ TR3980 c0 g1 i1 1

0.855

0.318

0.842

0.992

1

0.949

0.965

091 0.868

0.769

twi_ss.15124.1 2
Lubomirskia_baikalensis DN19478 c0 g1 i6 1
1 %—%%@omirskia_abietina_DN24682_co_g3_i2_5
== Baikalospongia_bacillifera_DN21196_c1_g1_i1_1__ partial
Em0020g694a
P-9510020g695a

Oég datiamuelleri_17836_comp66476_c0_seq2
m0020g696a

Aqu2.1.35060 001
twi_ss.21060a.1
Aqu2.1.39153 001 AQ724633
ephydatiamuelleri_16976_comp66116 cO0_seql
%’76023 248
odop 020248 _ _
0.935[ubomlrskla_balkalenS|S_DN12456_(:0_91_|1_1_part|al
Slacustris_¢103807_g1 i3
ephydatiamuelleri_16977_comp66116 _c0_seq2
0.976 Em0023g249a
ubomirskia_baikalensis DN14501 cO g1 i1 4
aikalospongia_bacillifera_ DN10823 c0 g1 i1 O
g 'lﬁalospongia_baciIIifera_DN10823_00_92_i1_0
“Lubomirskia_abietina_ DN20152 _c1 g1 i3 4
- Aqu2.1.28011_001
Aqu2.1.38315 001 __AQ724014
twi_ss.29636.1 1
0.999 tW|_53298452
twi_ss.5574.1 partial
0978 rem— twi_ss.30746.2_1
twi_ss.27000.1
Lubomirskia_baikalensis DN13624 c0 g1 i1 5
0.999 %%)omirskia_abietina_DN20173_CO_gl_i1_O
alkalospongia_bacillifera_ DN15120 c0 gl i1 4
m0006g1273a
913 mO0006g1260a
Baikalospongia bacillifera_ DN20965 c1 g3 i1l 1 partial
Lubomirskia_abietina_DN23913 c0 g1 i2 5 partial
1 %%fg;mirskia_abietina_DN23913_CO_g1_i4_3
! ‘ubomirskia_baikalensis_ DN19329 c0 g4 i1 5
Slacustris_c98123 g1 i3 patrtial
ephydatiamuelleri_16611 comp65944 c0 seq8
Emoo06g1271a
1 ¥ Em0006g1258a
0.993 Lubomirskia_abietina DN23913 c0 g2 i6 4
é‘a%ikalospongia_baciIIifera_DN20965_c1_g2_i2_0
ubomirskia_baikalensis DN19329 c0 gl i8 3
Slacustris_c104641 g1 il
Lubomirskia_baikalensis DN19367_c5 g1 i12 1
0. Lubomirskia_baikalensis DN19367 c5 g1 i4 1
1 1 Fm00139917a
L Em0013g895a__ partial
Lubomirskia_abietina DN24447 c0 gl i8 3
0-9?&kalospongia_baci||ifera_DN2135o_co_g4_i7_1
Baikalospongia_bacillifera_ DN21350 c0 g4 i1 1
ephydatiamuelleri_22930_comp68288 c0_seq43

1
E%%0139916a

m0013g896a
0.963 - Em0013g907a
Em0013g910a

0.976 0.985

0.951

1

0.98

0.965

0.997
0.614

N, 0013g946a
' m0013g921a

0.641 Em0013g922a_f1
mO0013g912a

0.637 m0013g930a
EmO0013g937a

0.404 Em0013g93la__ partial
Em0013g913a

-1&@%(3013@19243[

Aqu2.1.33465_001

Aqu2.1.27571_001

S Aqu2.1.27573_001-trimmed
0.998 . Aqu2.1.26551_001__partial
Aqu2.1.38717_001
0.5
0.299 ] Aqu2.1.22084 001 _
Aqu2.1.26602_001_ partial
twi_c31705 g2 i4 1

5wi_c31705_g 218 0
0.969 twi_ss.32091.1

Em0013g922a_f2

Em0019g1032a
lephydatiamuelleri_08108 comp58383 c0 _seq9
0.886 0.47¢ |ubomirskia_abietina_ DN8651 c0O g1 i1 3
E}Q mirskia_baikalensis DN6754 c0 g2 i1 4

alkalospongia_bacillifera_ DN13195 c0 g1 i1 O
Aqu2.1.25564 001
Aqu2.1.39154 001

Aqu2.1.38823_001
Aqu2.1.26762_001
0.8f> Aqu2.1.41785_001

EmO0006g1384a

0.508
0.958

0.595 EmO0001g84a
Em0023g256a
ook EmQo23g258a
o Bms ephydatiamuelleri_23301_comp68424 c0_seq32
Baikalospongia_bacillifera_ DN19123 c0 g2 i2 4
O'E%-gg)mirskia_abietina_DN23994_(:0_g1_i2_4
ubomirskia_baikalensis_ DN16325 c0 g1 i1 2
twi_ss.13620.1_2
Lubomirskia_baikalensis DN19480 c1 g1 i3 0
Baikalospongia_bacillifera_ DN21233 c1 g2 il 4
%Jg%c’omirskia_abietina_DN24552_c1_gz_i2_1
0.933 ubomirskia_baikalensis_ DN19480 c1 g1 i1 O
Baikalospongia_ bacillifera_ DN30219 c0 gl i1 1 partial
1 mO0005g1074a__ partial
m000591042a__ partial
Em0005g1075a
‘E@ﬁgoosglona
0.74 mO0005g1041a
twi_ss.20824.4 2
mO0846gla__partial

0.99

0.932

mO0013g539a
1 !Eubomirskia_abietina_DN1231_00_g2_i1_3_partial
aikalospongia_bacillifera_ DN19344 c0 g2 i1 1

EmO0013g639a__ patrtial
(E%%QZBSgZa_missing_internal_exon
mO0279g3a___missing_internal_exon
Em0008g608a__ partial

Eubomirskia_baikaIensis_DN363O_CO_g1_i1_2_partia|
aikalospongia_bacillifera_ DN8036_cO gl i1 2 partial
phydatiamuelleri_11626 _comp62613 c0_seq9
mO0008g607a__ partial
1 &%)mirskia_baikaIensis_DN17646_CO_gl_i3_l_partiaI
p— Baikalospongia_bacillifera_ DN21064 _c1 g4 i1 1 patrtial
1 E{ mirskia_abietina_DN24044 c0_g2_il i2_join
“ubomirskia_baikalensis_ DN23845 cO gl i1 1 partial
Baikalospongia_bacillifera_ DN19896 c0 g1 i1 1
L omirskia_baikalensis DN17822 cO gl i4 3 partial
?_'u omirskia_abietina_ DN23079 c1 gl i6 1 partial
816g3a
013g421a
g}OOng4lBa_partiaI
0.909 mO0013g41la
Em0013g408a__ partial
Baikalospongia_bacillifera_ DN21372 _c1 g1 i3 g3 i3
1 Lubomirskia_baikalensis DN19436 cO g1 i19 4
-8#{ibomirskia_abietina_ DN24508_c0_g2_i3_4
ubomirskia_abietina_DN24508 c0 g2 _i2_4
EmO0013g425a
'OggggydatiamueIIeri_23659_comp68518_cO_seq1
Bwmm ephydatiamuelleri_23660 _comp68518_c0_seq5
EmO0013g424a__missing_internal_exon
= Em0013g415a__ partial
0Em?f)ol3g412a_missing_internal_exon

0.209

1

0.999

0.3



