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ABSTRACT 18 

This study aimed to investigate the metabolism of phenolic acids and flavonoids during lactic 19 

acid fermentation of cherry juice and broccoli puree for potential food and pharmaceutical purposes. 20 

When fermenting cherry juice and broccoli puree, Lactobacillus spp. exhibited strain-specific 21 

metabolism of phenolic acid derivatives. The metabolism of protocatechuic, caffeic and p-coumaric 22 

acids through phenolic acid decarboxylases and reductases differed between mMRS and cherry 23 

juice and broccoli puree. The synthesis of reduced compounds was the highest during food 24 

fermentations and the substrate seemed to modulate the metabolism of phenolic compounds. The 25 

reduction of phenolic acids involves a hydrogen donor and the re-oxidation of the reduced co-factor 26 

NADH, which may provide a metabolic advantage through NAD+ regeneration. Quinic acid 27 

reduction may replace fructose and pyruvate as hydrogen acceptors, and it may provide an energetic 28 

advantage to heterofermentative bacteria when growing in broccoli puree lacking of fructose. This 29 

study demonstrated that phenolics metabolism may confer a selective advantage for lactobacilli in 30 

vegetable and fruit fermentation, and the metabolic routes are strongly dependent on the intrinsic 31 

factors of substrate. Fermented cherry juice and broccoli puree, due to the selected bacterial 32 

bioconversion pathways, are enriched in phenolic derivative with high human bioavailability and 33 

biological activity. 34 

 35 

 36 
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1. Introduction 40 

Phenolic compounds are secondary plant metabolites whose structure includes one or more 41 

aromatic rings substituted by one or more hydroxyl groups. On the basis of their structure, 42 

phenolics are classified as phenolic acids (C6-C1 and C6-C3), flavonoids (C6-C3-C6), xanthones (C6-43 

C1-C6), stilbenes (C6-C1-C6), phenolic lipids, and tannins, which include polymeric condensed 44 

tannins (Rodrìguez et al., 2009). Phenolic compounds in food have attracted interest because of 45 

their health benefits, but also owing to their antimicrobial features and their impact on multiple 46 

sensory attributes of food, including flavor, astringency, and color of plant-based foods (Rodrìguez 47 

et al., 2009; Shahidi and Naczk, 2003).  48 

It is increasingly recognized that health benefits of phenolic compounds are partially dependent 49 

on their microbial conversion (Selma et al., 2009). The microbial conversion of phenolics may 50 

occur in situ upon injury of the plant tissue, during food processing, particularly during food 51 

fermentations, and by human intestinal microbiota upon ingestion (Manach et al., 2004; Requena et 52 

al., 2010; Selma et al., 2009). Lactic acid bacteria are a major part of the fermentation microbiota of 53 

fermented plant foods (Di Cagno et al., 2013); their capacity to metabolize phenolic compounds 54 

thus impacts the profile of phenolic compounds in the human diet (Rodrìguez et al., 2009).  55 

Phenolic acids and flavonoids are the most abundant classes of phenolics in vegetables and 56 

fruits (Lee et al., 2006; Naczk and Shahidi, 2006). Compared to other bacteria, including 57 

Enterobacteriaceae, Clostridium spp. and Bacteroides spp., Lactobacillus spp. are more resistant to 58 

phenolic compounds (Bel-Rhlid et al., 2013; Engels et al., 2011; Sanchez-Maldonado et al., 2011). 59 

Lactobacilli showing the capacity to metabolize phenolic compounds are usually isolated from 60 

fermented foods with high content of phenolic compounds (Campos et al., 2009; Rozes and Peres, 61 

1998; Svensson et al., 2010; Van Beek and Priest, 2000). The ability to tolerate and metabolize 62 

these compounds is strain- or species-dependent (Cueva et al., 2010; Curiel et al., 2010; Svensson et 63 

al., 2010; Van Beek and Priest, 2000). Lactobacillus brevis, Lactobacillus fermentum and 64 

Lactobacillus plantarum are some of the lactobacilli, which metabolize phenolic acids through 65 
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decarboxylation and/or reduction activities. Further metabolic pathways identified in lactobacilli are 66 

based on: glycosyl hydrolases, which convert flavonoid glycosides to the corresponding aglycones, 67 

and esterase, degrading methyl gallate, tannins, or phenolic acid esters (Rodrìguez et al., 2009).  68 

Only few studies describe the conversion of phenolics in food fermentations, i.e. sorghum and 69 

pomegranate fermentations (Filannino et al., 2013; Svensson et al., 2010). The metabolism of 70 

phenolics in food may confer a selective advantage for microorganisms and thus impacts the 71 

selection of competitive starter cultures for vegetable and fruit fermentations (Clausen et al., 1994; 72 

Goodey and Tubb, 1982). Moreover, phenol derivatives may be sources of flavor or off-flavors in 73 

plant-based foods and are valuable intermediates in the biotechnological production of new flavor 74 

and fragrance chemicals (Etiévant et al., 1989; Huang et al., 1993; Thurston and Tubb, 1981). As 75 

indicated above, metabolites of phenolic compounds also exert biological activities at the human 76 

cellular level (Manach et al., 2004).  77 

This study aimed to investigate the metabolism of phenolic acids and flavonoids during lactic 78 

acid fermentation of cherry juice and broccoli puree for potential food and pharmaceutical purposes 79 

(Manach et al., 2004). Based on their high level, hydroxycinnamic acids and flavonols characterize 80 

the phenolic profile of cherries. Low levels of hydroxybenzoic acids were also found (Jakobek et 81 

al., 2009). Broccoli is one of the main dietary sources of flavonoids, mainly acylated derivatives 82 

where sinapic, ferulic, caffeic and p-coumaric acids were linked to the flavonoid-glycoside 83 

molecules (Moreno et al., 2006; Vallejo et al., 2004a). Phenolics from cherries and broccoli have 84 

been reported to have several human health effects such as scavenging free radicals and antioxidant 85 

activities, and the inhibition of human low-density lipoprotein oxidation (Moreno et al., 2006; Serra 86 

et al., 2011). In addition to phenolic compounds, cherry and broccoli are good sources of other 87 

bioactive compounds, such as ascorbic acid, glucosinolates, essential minerals, β-carotene, α-88 

tocopherol, vitamins, and dietary fibers (Di Cagno et al., 2011; Vallejo et al., 2004b). 89 

Unquestionably, they represent optimal substrates exploitable for the production of functional 90 

foods, and lactic acid fermentation may be a valuable biotechnology to enhance the concentration of 91 
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health-promoting compounds in these vegetable substrates. The interpretation of the bioconversion 92 

pathways under the environmental conditions of this study should highlight the physiological 93 

significance of the phenolics metabolism in lactic acid bacteria, and facilitates the selection of 94 

microbial starters for industrial scale fermentations.  95 

2. Materials and methods 96 

2.1 Preparation of media 97 

The metabolism of phenolic compounds by Lactobacillus spp. was studied in cherry juice and 98 

broccoli puree. Cherry juice was produced as described by Di Cagno et al. (2009), with some 99 

modifications. In brief, frozen fruits were thawed, homogenized, treated at 121°C for 10 min, and 100 

centrifuged at 10,000 x g for 20 min. Frozen inflorescences from broccoli were thawed and 101 

homogenized to prepare broccoli puree. To avoid the inactivation of the endogenous myrosinase, 102 

which hydrolyses glucosinolates into numerous biologically active products, broccoli puree was not 103 

sterilized (Aires et al., 2009). Both media were stored at -20 °C before use. 104 

2.2 Microorganisms and growth conditions 105 

Lactobacillus plantarum C2 and C5 isolated from carrot (Di Cagno et al., 2008), CIL6 from 106 

cherry (Di Cagno et al., 2011), POM1 from tomato (Di Cagno et al., 2009), 1MR20 from pineapple 107 

(Di Cagno et al., 2010), TMW 1.460 from spoiled beer (Ulmer et al., 2000), and Lactobacillus 108 

spicheri Lp38 from French wheat sourdough (Valcheva et al., 2006) were cultivated at 30°C in 109 

modified MRS (mMRS) medium, containing 10 g of maltose, 5 g of glucose and 5 g of fructose per 110 

liter (Tieking et al., 2005). Lactobacillus fermentum FUA3165 and Lactobacillus reuteri FUA3168, 111 

both isolated from “ting”, a fermented sorghum porridge from Botswana (Sekwati-Monang and 112 

Gänzle, 2011), were cultivated in mMRS medium at 37°C. Inocula for food fermentations were 113 

prepared by harvesting cells from 24 h cultures in mMRS and washing twice in physiological saline 114 

(0.9% NaCl, wt/vol). Cherry juice or broccoli puree were inoculated with 10% (vol/vol) of the cell 115 

suspensions, corresponding to ca. 108 cfu / g, and incubated at 34°C for 24 h. Samples were taken 116 
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before inoculation, and before and after fermentation. Viable cell counts were enumerated by 117 

surface plating on mMRS agar; the pH was measured by a glass electrode (Hamilton, Bonaduz, 118 

Switzerland). Cherry juice without bacterial inoculum was incubated under the same conditions and 119 

used as the control. The value of pH was not adjusted since it corresponds to that usually found 120 

after cherry juice fermentation (Di Cagno et al., 2011; Filannino et al., 2014). Broccoli puree 121 

without a bacterial inoculum was chemically acidified with lactic acid (final pH 3.5) to get the same 122 

value of pH as that found after broccoli puree fermentation, and used as the control.  123 

2.3 Determination of organic acids 124 

Bacterial cells were removed by centrifugation and equal volumes of perchloric acid (5%, 125 

vol/vol) were added to samples. The suspension was kept at 4°C overnight, centrifuged at 10,000 x 126 

g, 10 min, and filtered through a Millex-HA 0.22-m pore size filter (Millipore Co.). Organic acids 127 

were determined using an Agilent 1200 HPLC system, which was equipped with an Aminex HPX-128 

87 column (Bio-Rad, Mississauga, Canada) and a refractive index detector. Samples were eluted 129 

with 5 mM H2SO4 at a temperature of 70°C and a flow rate of 0.4 ml/min and analytes were 130 

detected (Galle et al., 2010). The concentrations of lactate, acetate, and malate were determined 131 

using external standards (Sigma, Oakville, Canada).  132 

2.4 Extraction of free phenolic acids and flavonoids 133 

The liquid-liquid extraction of free phenolic acids and flavonoids from cherry juice and 134 

broccoli puree was carried out as described by Svensson et al. (2010), with some modification. 135 

Thirty milliliters of cherry juice were acidified to pH 1.5 with hydrochloric acid and extracted with 136 

120 ml of ethyl acetate (Fisher Scientific, Ottawa, ON, Canada). The mixture was shaken every 10 137 

min for 30 min. The liquid-liquid extraction was repeated, and the extract was evaporated under 138 

vacuum at 30°C. Solids were redissolved in 1 ml of methanol. To extract phenolic compounds from 139 

broccoli puree, samples were mixed with 120 ml of aqueous methanol (70%, vol/vol). The mixture 140 

was shaken for 1 h and centrifuged at 4,225 x g for 10 min. The supernatant was removed, and the 141 
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residue was extracted again as described above. Methanol was evaporated under vacuum at 30°C, 142 

solids were redissolved with 30 ml of Milli-Q water and acidified to pH 1.5 with hydrochloric acid. 143 

The liquid-liquid extraction was carried out as described for cherry juice. 144 

2.5 Identification of free phenolic acids and flavonoids 145 

Identification of free phenolic compounds was carried out through LC-DAD-MS (Liquid 146 

Chromatography-Diode Array Detector-Mass Spectrometry) analysis, using the Shimadzu UPLC 147 

system, which was equipped with a degasser, binary pump, auto-sampler and a thermostated 148 

column compartment. An SPD-M20A Prominence diode array detector (DAD) was connected to a 149 

4000 Q TRAP LC-MS/MS System (MDS SCIEX, Applied Biosystems, Streetsville, ON, Canada). 150 

A Kinetex PFP column (100 x 3.0 mm, 2.6 μm) was used for the separation of phenolics. DAD 151 

detection was carried out between 100 and 400 nm. Eluent A consisted of 0.1% (vol/vol) formic 152 

acid in water HPLC grade, and eluent B consisted of 0.1% (vol/vol) formic acid in acetonitrile 153 

(90%, vol/vol) and water HPLC grade (10%, vol/vol). Samples were eluted with the following 154 

gradient: 0% B (2 min), 0-2% B (2 min), 2-5% B (4 min), 5-10% B (2 min), 10-18% B (4 min), 18-155 

20% B (1 min), 20-28% B (5 min), 28-32% B (2.5 min), 32-90% B (6.4 min), 90-0% B (0.1 min). 156 

Mass spectra were recorded in the negative mode; the flow rate was maintained at 0.9 mL min-1 157 

with the pneumatically assisted electrospray probe using high-purity nitrogen gas (99.995%) as the 158 

nebulizing (GS1) and heating gas (GS2). The values for optimum spray voltage, source 159 

temperature, GS1, GS2, and curtain gases were -4500 V, 600°C, and 55, 45, and 18 psi, 160 

respectively. An information-dependent acquisition (IDA) method, EMS→EPI, was used to identify 161 

phenolic compounds. Both Q1 and Q3 were operated at low and unit mass resolution. The spectra 162 

were obtained over a range from m/z 100 to 2000 in 2 s. LIT fill time was set at 30 ms. The IDA 163 

threshold was set at 100 cps, above which enhanced product ion (EPI) spectra were collected from 164 

the three most intense peaks. The EPI scan rate was 4000 Da s-1. Collision-induced dissociation 165 

(CID) spectra were acquired using nitrogen as the collision gas under two different collision 166 

energies. The collision energy (CE) and collision energy spread (CES) were 10 and 0 V. The 167 
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declustering potential (DP) was -20 V. Data acquisition was interfaced to a computer workstation 168 

running Analyst 1.5 (Applied Biosystems). External standards were analyzed under the same 169 

conditions and used for identification by comparison of elution volume, mass spectrum, and UV 170 

absorbance. Caffeic, p-coumaric, protocatechuic, and sinapic acids, rutin and quercetin were 171 

obtained from Extrasynthese (Genay, France). Chlorogenic, dihydrocaffeic and phloretic acids and 172 

catechol were purchased from Sigma (St Louis, MO, USA). Literature data for mass spectra and 173 

UV absorbance were used when external standards were not available.  174 

2.6 Quantification of free phenolic acids and flavonoids 175 

Quantification of free phenolic compounds was carried out through LC-DAD, using external 176 

standards dissolved in methanol under the UPLC conditions described above. Phenolic acids and 177 

flavonoids were detected at 280 and 320 nm, respectively. The calibration curves were linear with a 178 

correlation coefficient ≥ 0.99. For compounds, whose external standards could not be obtained, the 179 

concentration was calculated as equivalent of chlorogenic, coumaric, or sinapic acid. Compounds 180 

co-eluted with other compounds were quantified by LC-MS/MS and results were expressed as cps 181 

per min. 182 

2.7 Metabolism of phenolic acids by Lactobacillus spp. strains in mMRS 183 

mMRS medium was supplemented with protocatechuic, caffeic or p-coumaric acids at a 184 

concentration of 1 mmol / L (Sanchez-Maldonado et al., 2011). Overnight cells were single 185 

inoculated (5%, vol/vol) into mMRS supplemented media and incubated for 24 h at 34°C. Sterile 186 

media containing the corresponding phenolic compounds, without bacterial inoculum, were used as 187 

the control. After incubation, cells were removed by centrifugation (10,000 x g for 10 min), and the 188 

supernatant was acidified to pH 1.5 with hydrochloric acid. Ethyl acetate (3 ml) was used for liquid-189 

liquid extraction. The extracts (5 μl) were analyzed through LC-DAD-MS using a Shimadzu UPLC 190 

system equipped with a Kinetex PFP column (100 x 3.0 mm, 2.6 μm) and a SPD-M20A 191 

Prominence diode array detector. The UPLC conditions, and the metabolite identification (at 280 192 
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nm) and quantification were as described elsewhere. Changes of substrates were calculated as 193 

percentage of the initial concentration, while products were expressed as percentage of total 194 

products. 195 

2.8 Statistical analyses 196 

Data (at least three replicates) were subjected to one-way ANOVA, and pair-comparison of 197 

treatment means was achieved by Tukey’s procedure at P0.05, using the statistical software 198 

Statistica for Windows (Statistica 7.0 per Windows).  199 

3. Results 200 

3.1 Fermentation parameters of cherry juice and broccoli puree 201 

Cherry juice and broccoli puree were used as model systems for fruit and vegetable 202 

fermentations. The strains of Lactobacillus spp. selected as starter cultures were previously isolated 203 

from foods with a relatively high content of phenolic compounds. Viable cell counts, pH and 204 

concentration of organic acids were determined during cherry juice and broccoli puree fermentation 205 

(Table S1). The bacterial inoculum was ca. 8.30 Log CFU/ml. After 24 h, the cell density of all 206 

strains increased of ca. 1.0 and 1.5 Log CFU/ml in cherry and broccoli, respectively.  207 

Cherry juice had an initial value of pH of 4.01 ± 0.28. After fermentation, the value of pH 208 

remained almost constant or slightly decreased. The only exception was with L. spicheri Lp38, 209 

showing a slight increase (4.28 ± 0.24). The pH of broccoli puree decreased from 6.51 ± 0.03 to ca. 210 

4.28 – 3.46. L. spicheri Lp38, L. fermentum FUA3165 and L. reuteri FUA3168 showed the lowest 211 

decreases (Table S1). 212 

Lactic acid was the major fermentation end-product. In cherry fermentations, L. plantarum 213 

strains CIL6, POM1, 1MR20 and TMW1.460 showed the highest synthesis and accumulated about 214 

130 mM lactate. L. spicheri Lp38 and L. fermentum FUA3165 synthesized 87 and 65 mol lactate / 215 

L, respectively and the lowest lactate concentrations, 27 mmol / L, was found in cherry juice 216 

fermented with L. reuteri FUA3168. Acetic acid was found in traces. A significant decrease of 217 
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malic acid was found only for L. plantarum POM1, L. spicheri Lp38, and L. fermentum FUA3165. 218 

L. plantarum strains also synthesized the highest level of lactic acid in broccoli fermentations 219 

(Table S1). The obligate heterofermentative L. spicheri Lp38, L. fermentum FUA3165 and L. 220 

reuteri FUA3168 synthesized 53 – 74 mmol / L lactate and 9 – 22 mmol / L actetate. The 221 

concentration of malic acid decreased significantly (P<0.05) in almost all broccoli fermentations. 222 

3.2 Identification and quantification of free phenolic compounds in unfermented cherry juice and 223 

broccoli puree 224 

Separation of free phenolic compounds was carried out through LC-DAD-MS. The highest 225 

peaks of free phenolic compounds in the extracts from unfermented cherry juice and broccoli puree 226 

were identified. External standards were analyzed under the same conditions and used for 227 

identification by comparison of retention time, mass spectrum, and UV absorbance. Literature data 228 

for mass spectra and UV absorbance were used when external standards were not available. The 229 

mass spectra, retention time, and UV absorbance of protocatechuic acid, chlorogenic acid, caffeic 230 

acid, p-coumaric acid, sinapic acid, rutin and quercetin matched those of the external standards 231 

(Table 1 and 2).  232 

Unfermented cherry juice contained protocatechuic and p-coumaric acids as the most abundant 233 

phenolic acids, which were present at 34.3 ± 9.1 and 31.8 ± 7.4 mg / L, respectively. Intermediate 234 

concentrations were found for chlorogenic and caffeic acids (16.4 ± 3.6 and 14.7 ± 1.9 mg / L, 235 

respectively). Neochlorogenic acid and p-coumarolquinic acid were found at lowest level (2.75 ± 236 

0.07 and 2.70 ± 0.02 mg / L, respectively). Flavonoids such as rutin (93.96 ± 16.89 mg / L) and 237 

quercetin (5.29 ± 0.88 mg / L) were also identified. 238 

In unfermented broccoli puree, the highest peaks were attributed to sinapic acid esters (peaks 7 239 

– 13). Chlorogenic and neochlorogenic acids were found at high concentrations (149 ± 33 and 249 240 

± 91 mg / L, respectively). Caffeic acid was found only in traces.  241 

3.3 Identification and quantification of free phenolic compounds in cherry juice and broccoli puree 242 
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The profile of phenolic compounds of cherry juice and their metabolites was analyzed before 243 

and after fermentation (Fig. 1 and 2, and Table 1 and 3). The concentration of rutin, quercetin, 244 

chlorogenic acid, neochlorogenic acid, and p-coumarolquinic acid, did not change during aseptic 245 

incubation or during lactic fermentation (data now shown). However, most strains changed the 246 

concentration of phenolic acids. With exception of L. plantarum C2 and C5, all strains of L. 247 

plantarum decreased the concentration of protocatechuic acid by about 70% (Fig. 1). The 248 

degradation of protocatechuic acid corresponded to the accumulation of catechol in approximately 249 

equivalent concentrations (Fig. 1). Catechol synthesis was also found by L. spicheri LP38 and L. 250 

fermentum FUA3165 (Fig. 1). Caffeic acid was completely consumed by most L. plantarum strains 251 

and L. spicheri Lp38 (Fig. 2A). A slight decrease was also found in cherry juice fermented by L. 252 

fermentum FUA3165. Metabolism of caffeic acid by L. plantarum corresponded to the 253 

accumulation of the reduced metabolite, dihydrocaffeic acid (Fig. 2A). L. plantarum strains also 254 

consumed p-coumaric acid, strains of L. plantarum accumulated phloretic acid (Fig. 2B). L. 255 

plantarum C5 showed the weakest metabolism of caffeic and p-coumaric acids (Fig. 2); the 256 

conversion of caffeic and coumaric acids by L. spicheri LP38 did not correspond to the 257 

accumulation of reduced metabolites (Fig. 2).  258 

Fermentation of broccoli puree did not change the concentrations of neochlorogenic acid, p-259 

coumarolquinic acid, sinapoylhexose and the sinapic- and ferulic acid esters of gentiobiose (Table 2 260 

and data not shown). Sinapic acid concentrations generally increased during fermentation of 261 

broccoli puree; this more than twofold increase was not significant but consistent in all 262 

fermentations with strains of L. plantarum (data not shown). The concentration of chlorogenic acid 263 

decreased after fermentation of broccoli puree with L. reuteri FUA3168 (Fig. 3); quinic acid 264 

concentrations decreased after fermentation with L. plantarum C2 and C5, L. fermentum FUA3165 265 

and L. reuteri FUA3168. L. fermentum FUA3165 and L. reuteri FUA3168 produced dihydrocaffeic 266 

acid (Fig. 3), all lactobacilli with exception of L. spicheri Lp38 also produced phloretic acid (Table 267 

3 and data not shown). 268 
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3.4 Metabolism of phenolic acids in mMRS  269 

To confirm the strain-specific metabolism of protocatechuic, caffeic and p-coumaric acids in 270 

cherry juice and broccoli puree by phenolic acid decarboxylases and reductases (Rodrìguez et al., 271 

2009), the metabolism of these compounds was further investigated in mMRS (Table 4). Differently 272 

from the protocol for extraction of phenolic compounds from cherry juice and broccoli puree, the 273 

extraction of metabolites from mMRS also allowed the detection of volatile metabolites of phenolic 274 

acids. With exception of L. plantarum C2, strains of L. plantarum decarboxylated protocatechuic 275 

acid to catechol (Table 4). L. spicheri Lp38, L. fermentum FUA3165 and L. reuteri FUA3168 276 

partially metabolized protocatechuic acid but related metabolites were not identified. Caffeic acid 277 

was completely consumed by all strains of L. plantarum, L. spicheri Lp38 and L. fermentum 278 

FUA3165. Strains of L. plantarum and L. spicheri Lp38 decarboxylated caffeic acid to vinyl 279 

catechol ([M - H]- ion at m/z 135) (Table 4). L. plantarum CIL6 also produced ethylcatechol ([M - 280 

H]- ion at m/z 137). On the contrary, L. fermentum FUA3165 mainly reduced caffeic acid into 281 

dihydrocaffeic acid (Table 3 and 4). Dihydrocaffeic was also found at low levels in culture 282 

supernatants of L. plantarum C2 and TMW 1.460, and L. reuteri FUA3168. An unidentified 283 

metabolite of caffeic acid by L. reuteri FUA3168 was found, this compounds showed a mass 284 

spectrum with [M - H]- ion at 193 and fragment at m/z 161 and 134. p-Coumaric acid was 285 

metabolized to p-vinylphenol ([M - H]- ion at m/z 119 ) and phloretic acid by strains of L. 286 

plantarum except strain 1MR20. L. spicheri Lp38 and L. fermentum FUA3165 partially converted 287 

p-coumaric acid to p-vinylphenol and phloretic acids, respectively.  288 

4. Discussion 289 

Lactobacillus spp., particularly L. plantarum, are found in many vegetable and fruit 290 

fermentations. Nevertheless, the metabolism of phenolic compounds by lactobacilli in food 291 

fermentations is poorly characterized. This study aimed at giving new insights on the bioconversion 292 

pathways of several phenolics during fermentation of cherry juice and broccoli puree.  293 



13 

 

Lactobacilli metabolize phenolic acids by strain-specific decarboxylase and/or reductase 294 

activities (Rodrìguez et al., 2009). Caffeic and p-coumaric acids are decarboxylated to the 295 

corresponding vinyl derivatives through the activity of a phenolic acid decarboxylase (PAD) (Fig. 296 

4) (Rodrìguez et al., 2009). The vinyl derivatives are subsequently reduced to their corresponding 297 

ethyl derivatives (Rodrìguez et al., 2009). However, the enzymes responsible for the 298 

decarboxylation of protocatechuic acid by lactobacilli are unknown; likewise, the phenolic acid 299 

reductase activity converting hydroxy-cinnamic acids to the corresponding dihydro-derivatives has 300 

not been characterized. In cherry juice and broccoli puree, Lactobacillus spp. exhibited strain-301 

specific metabolism of phenolic acids including hydroxybenzoic acids (protocatechuic acid), 302 

hydroxycinnamic acids (caffeic and p-coumaric acids), and hydroxycinnamic acid derivatives 303 

(chlorogenic acid) (Fig. 4). L. plantarum consistently exhibited the most extensive conversion of 304 

protocatechuic, caffeic and p-coumaric acids during cherry juice fermentation. In contrast, L. reuteri 305 

FUA3168 did not affect the profile of phenolic acids but this organism was the only strain capable 306 

of hydrolysis of chlorogenic acid, confirming prior observations of chlorogenic acid conversion in 307 

laboratory culture (Sanchez-Maldonado et al., 2011). The metabolism of phenolic acids by L. 308 

plantarum was strain specific. In particular, strains L. plantarum C2 and C5 did not metabolize 309 

protocatechuic acid in cherry juice and caffeic and p-coumaric acids were only slightly used by L. 310 

plantarum C5. Remarkably, these two strains also produced a lower concentration of lactic acid 311 

when compared to other strains of L. plantarum. Taken together, these differences indicate that 312 

phenolic acid conversion corresponds to a lower overall metabolic activity and competitiveness in 313 

acidic fermentation substrates with high concentrations of phenolic acids. It was previously shown 314 

that phenolic acids degradation by lactic acid bacteria is an important mechanism for detoxification 315 

of these compounds (Sanchez-Maldonado et al., 2011). Other metabolic stress responses, e.g., the 316 

decarboxylation of malic acid and the catabolism of amino acids, also contribute to acid resistance 317 

of L. plantarum C2 (Filannino et al., 2014).  318 
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Hydroxycinnamic acids were almost exclusively decarboxylated during growth of L. plantarum 319 

in mMRS. In contrast, conversion of caffeic and p-coumaric acids by L. plantarum in cherry juice 320 

accumulated high concentrations of reduced derivatives (dihydrocaffeic acid and phloretic acid, 321 

respectively) (Fig. 4). An increase of phloretic acid was also found during fermentation of broccoli 322 

puree, probably derived from release and reduction of bound p-coumaric acid. Although the 323 

extraction of phenolic compounds from cherry juice and broccoli puree did not allow the 324 

quantification of vinyl derivatives, the considerable production of reduced compounds in food 325 

fermentations indicates that the fermentation substrate modulates the metabolism of phenolic 326 

compounds. The reductase activity is induced by hydroxycinnamic acids and it is mostly active in 327 

the presence of glucose (Barthelmebs et al., 2000). The high content of glucose in cherry juice 328 

(Filannino et al., 2014) may represent an inducing factor. The reduction of phenolic acids involves a 329 

hydrogen donor and may involve the reoxidation of the reduced co-factor NADH, thus providing a 330 

metabolic advantage through the NAD+ regeneration. In keeping with this hypothesis, the obligate 331 

heterofermentative L. fermentum FUA3165 showed mainly reductase activity and the ration of 332 

decarboxylation to reduction of hydroxycinnamic acids was independent of the fermentation 333 

substrate. It is possible to state that the metabolism of phenolic acids is driven by the intracellular 334 

NAD+/ NADH balance. These findings were further supported by Silva et al. (2011), which showed 335 

that during growth of  L. plantarum and Lactobacillus collinoides under anaerobiosis or in absence 336 

of additional electron acceptors (e.g., fructose), the reduction of 4-vinylphenol to 4-ethylphenol is 337 

favored, according with the need to increase the availability of NAD+.  338 

L. reuteri FUA3168 was the only strain able to hydrolyze chlorogenic acid. This metabolism 339 

was not found during cherry juice fermentation, confirming the effect of the media and substrate 340 

concentration of the conversion of phenolic compounds. The hydrolysis of chlorogenic acid by L. 341 

reuteri FUA3168 leads to the synthesis of caffeic acid and quinic acid (Fig. 3 and 4). Although 342 

caffeic acid concentrations in broccoli puree did not increase, a considerable production of its 343 

metabolite dihydrocaffeic was found. Similarly, quinic acid was further metabolized. Quinic acid 344 
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metabolism was also observed in broccoli puree fermented by L. fermentum FUA3165 and L. 345 

plantarum C2 and C5. Only one prior report indicates the ability of L. plantarum and one obligately 346 

heterofermentative Lactobacillus spp. to metabolize quinic acid (Whiting and Coggins, 1971). In L. 347 

plantarum, the conversion of quinic acid to catechol increases the ambient pH. In contrast, the 348 

obligate heterofermentative Lactobacillus spp. reduced quinic acid to dihydroshikimic acid, thus 349 

replacing fructose and pyruvate as hydrogen acceptor. Therefore, the metabolism of quinic acid 350 

likely provided an energetic advantage to L. fermentum FUA3165 and L. reuteri FUA3168 during 351 

fermentation of broccoli puree, a substrate which does not provide fructose as electron acceptor. 352 

These findings were also supported by the substantial synthesis of the acetic acid.  353 

Although, functional value of cherry and broccoli phenolics is well known (Manach et al., 354 

2004), their biological properties depend on their absorption in the gastrointestinal tract. For 355 

instance, human tissues and biological fluids do not possess esterases capable of hydrolyzing 356 

chlorogenic acid to release caffeic acid, and only the colonic microbiota would be capable of 357 

carrying out this hydrolysis (Manach et al., 2004). Free caffeic acid is better absorbed in the 358 

stomach and in the small intestine than chlorogenic acid (Olthof et al., 2001; Rechner et al., 2001). 359 

In addition, dihydrocaffeic acid has a high human bioavailability and has a higher antioxidant 360 

property than its precursor caffeic acid (Silva et al., 2000, Huang et al., 2004). Thus, fermented 361 

cherry juice and broccoli puree, due to the selected bacterial bioconversion (Fig. 4), are enriched in 362 

phenolic derivatives with high human bioavailability, which may improve the inherent functional 363 

value of these fruit and vegetable matrices. 364 

5. Conclusions 365 

This study investigated the bioconversion of phenolic compounds in food fermentations.   366 

Phenolic acid metabolism contributes to the stress response of lactobacilli to adverse conditions; 367 

moreover, the catabolism of phenolic acids by obligately heterofermentative species is linked to the 368 

reoxidation of the reduced co-factors and thus provides an energetic advantage. Phenolics 369 

metabolism may thus confer a selective advantage for lactobacilli in vegetable and fruit 370 
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fermentation. This study also demonstrates that the metabolism of phenolic compounds is strongly 371 

dependent on the composition and intrinsic factors of fruits and vegetables; information derived 372 

from laboratory media is thus not fully transferable to food fermentations.  Phenol derivatives may 373 

also exert biological activities. Therefore, bioconversion pathways highlighted in this study could 374 

be exploited for food and pharmaceutical purposes.  375 

References 376 

Aires, A., Mota, V.R., Saavedra, M.J., Rosa, E.A.S.,  Bennett RN., 2009. The antimicrobial effects 377 

of glucosinolates and their respective enzymatic hydrolysis products on bacteria isolated from 378 

the human intestinal tract. J. Appl. Microbiol. 106, 2086–2095. 379 

Barthelmebs, L., Divies, C., Cavin, J.F., 2000. Knockout of the p-coumarate decarboxylase gene 380 

from Lactobacillus plantarum reveals the existence of two other inducible enzymatic 381 

activities involved in phenolic acid metabolism. Appl. Environ. Microbiol. 66, 3368–3375. 382 

Bel-Rhlid, R., Thapa, D., Kraehenbuehl, K., Hansen, C.E., and Fischer L., 2013. Biotransformation 383 

of caffeoyl quinic acids from green coffee extracts by Lactobacillus johnsonii NCC 533. 384 

AMB Express. 3, 1–7. 385 

Campos, F.M., Couto, J.A., Figuereido, A.R., Toth, I.V., Rangel, A.O.S.S., Hogg, T.A., 2009. Cell 386 

membrane damage induced by phenolic acids on wine lactic acids bacteria. Int. J. Food 387 

Microbiol. 135, 144–151. 388 

Clausen, M., Lamb, C.J., Megnet, R., Doerner, P.W., 1994. PAD1 encodes phenylacrylic acid 389 

decarboxylase which confers resistance to cinnamic acid in Saccharomyces cerevisiae. Gene. 390 

142, 107–112. 391 

Cueva, C., Moreno-Arribas, M.V., Martinez-Alvarez, P.J., Bills, G., Vicente, M.F., Basilio, A., 392 

Rivas C.L., Requena, T., 2010. Antimicrobial activity of phenolic acids against commensal, 393 

probiotic and pathogenic bacteria. Res. Microbiol. 16, 372–382. 394 

Curiel, J.A., Rodriguez, H., Landete, J.M., De las Rivas, B., Munoz, R., 2010. Ability of 395 

Lactobacillus brevis to degrade food phenolic acids. Food Chem. 120, 225–229. 396 



17 

 

Di Cagno, R., Cardinali, G., Minervini, G., Antonielli, L., Rizzello, C.G., Ricciuti, P., Gobbetti M., 397 

2010. Taxonomic structure of the yeasts and lactic acid bacteria microbiota of pineapple 398 

(Ananas comosus L. Merr.) and use of autochthonous starters for minimally processing. Food 399 

Microbiol. 27, 381–389. 400 

Di Cagno, R., Coda, R., De Angelis, M., Gobbetti, M., 2013. Exploitation of vegetables and fruits 401 

through lactic acid fermentation. Food Microbiol. 33, 1–10. 402 

Di Cagno, R., Surico, R.F., Minervini, G., Rizzello, C.G., Lovino, R., Servili, M., Taticchi, A., 403 

Urbani, S., Gobbetti, M., 2011. Exploitation of sweet cherry (Prunus avium L.) puree added 404 

of stem infusion through fermentation by selected autochthonous lactic acid bacteria. Food 405 

Microbiol. 28, 900–909. 406 

Di Cagno, R., Surico, R.F., Paradiso, A., De Angelis, M., Salmon, J.C., Buchin, S., De Gara, L., 407 

Gobbetti, M., 2009. Effect of autochthonous lactic acid bacteria starters on health-promoting 408 

and sensory properties of tomato juices. Int. J. Food Microbiol. 128, 473–483. 409 

Di Cagno, R., Surico, R.F., Siragusa, S., De Angelis, M., Paradiso, A., Minervini, F., De Gara, L., 410 

Gobbetti, M., 2008. Selection and use of autochthonous mixed starter for lactic acid 411 

fermentation of carrots, French beans or marrows. Int. J. Food Microbiol. 127, 220–228. 412 

Engels, C., Schieber, A., and Gänzle, M.G., 2011. Inhibitory spectrum and the mode of 413 

antimicrobial action of gallotannins from mango kernels (Mangifera indica L.). Appl. 414 

Environ. Microbiol. 77, 2215–2223. 415 

Etiévant, P.X., Issanchou, S.N., Marie, S., Ducruet, V., Flanzy, C., 1989. Sensory impact of volatile 416 

phenols on red wine aroma: influence of carbonic maceration and time of storage. Sci. 417 

Aliment. 9, 19–33. 418 

Filannino, P., Azzi, L., Cavoski, I., Vincentini O., Rizzello C.G., Gobbetti M., Di Cagno, R., 2013. 419 

Exploitation of the health-promoting and sensory properties of organic pomegranate (Punica 420 

granatum L.) juice through lactic acid fermentation. Int. J. Food Microbiol. 163, 184–192. 421 



18 

 

Filannino, P., Cardinali, G., Rizzello, C.G., Buchin, B., De Angelis, M., Gobbetti, M, Di Cagno R., 422 

2014. Metabolic responses of Lactobacillus plantarum strains during fermentation and 423 

storage of vegetable and fruit juices. Appl. Environ. Microbiol. 80,  2206–2215.  424 

Galle, S., Schwab, C., Arendt, E., Gänzle, M., 2010. Exopolysaccharide-Forming Weissella strains 425 

as starter cultures for sorghum and wheat sourdoughs. J. Agric. Food Chem. 58, 5834–5841. 426 

Goodey, A.R., Tubb, R.S., 1982. Genetic and biochemical analysis of the ability of Saccharomyces 427 

cerevisiae to decarboxylate cinnamic acids. J. Gen. Microbiol. 128, 2615–2620. 428 

Huang, J., de Paulisb, T, May, J.M., 2004. Antioxidant effects of dihydrocaffeic acid in human 429 

EA.hy926 endothelial cells. J. Nutr. Biochem. 15, 722 –729. 430 

Huang, Z., Dostal, L., Rosazza, J.P.N., 1993. Microbial transformation of ferulic acid by 431 

Saccharomyces cerevisiae and Pseudomonas fluorescens. Appl. Environ. Microbiol. 59, 432 

2244–2250. 433 

Jakobek, L., Šeruga, M., Voća, S., Šindrak, Z., & Dobričević, N., 2009. Flavonol and phenolic acid 434 

composition of sweet cherries (cv. Lapins) produced on six different vegetative rootstocks. 435 

Sci. Hortic. 123, 23–28. 436 

Lee, H.C., Jenner, A.M., Low, C.S., Lee, Y.K., 2006. Effect of tea phenolics and their aromatic 437 

fecal bacteria metabolites on intestinal microbiota. Res. Microbiol. 157, 876–884. 438 

Manach, C., Scalbert, A., Morand, C., Rémés, C., Jiménez, L., 2004. Polyphenols: food sources and 439 

bioavailability. Am. J. Clin. Nutr. 79, 727–747. 440 

Moreno, D. A., Carvajal, M., López-Berenguer, C., García–Viguera, C., 2006. Chemical and 441 

biological characterisation of nutraceutical compounds of broccoli. J. Pharm. Biomed. Anal. 442 

41, 1508–1522. 443 

Naczk, M., Shahidi, F., 2006. Phenolics in cereals, fruits and vegetables: Occurrence, extraction and 444 

analysis. J. Pharm. Biomed. Anal. 41, 1523–1542. 445 

Olthof, M.R., Hollman, P.C., Katan, M.B., 2001. Chlorogenic acid and caffeic acid are absorbed in 446 

humans. J. Nutr. 131, 66–71. 447 



19 

 

Rechner, A.R., Spencer, J.P.E., Kuhnle, G., Hahn, U., Rice-Evans, C.A., 2001. Novel biomarkers of 448 

the metabolism of caffeic acid derivates in vivo. Free Radic. Biol. Med. 30, 1213–1222. 449 

Requena, T., Monagas, M., Pozo-Bayón, M.A., Martín-Álvarez, P.J., Bartolomé, B., del Campo, R., 450 

Ávila, M., Martínez-Cuesta, M.C., Peláez, C., Moreno-Arribas, M.V., 2010. Perspectives of 451 

the potential implications of wine polyphenols on human oral and gut microbiota. Trends 452 

Food Sci. Tech. 21, 332–344. 453 

Rodrìguez, H., Curiel, J.A., Landete, J.M., de Las Rivas, B., de Felipe, F.L., Gòmez-Cordovés, C., 454 

2009. Food phenolics and lactic acid bacteria. Int. J. Food Microbiol. 132, 79–90. 455 

Rozes, N., Peres, C., 1998. Effects of phenolic compounds on the growth and the fatty acid 456 

composition of Lactobacillus plantarum. Appl. Microbiol. Biotechnol. 49, 108–111. 457 

Sanchez-Maldonado, A.F., Schieber, A., M.G. Gänzle., 2011. Structure–function relationships of 458 

the antibacterial activity of phenolic acids and their metabolism by lactic acid bacteria. J. 459 

Appl. Microbiol. 111, 1176–1184.  460 

Sekwati-Monang, B., Gänzle, M.G., 2011. Microbiological and chemical characterisation of ting, a 461 

sorghum-based sourdough product from Botswana. Int. J. Food Microbiol. 150, 115–121. 462 

Selma, M.V., Espin, J.C., Tomas-Barberan, F.A., 2009. Interaction between phenolics and gut 463 

microbiota: role in human health. J. Agric. Food Chem. 57, 6485–6501. 464 

Serra, A. T., Duarte, R. O., Bronze, M. R., Duarte, C.M., 2011. Identification of bioactive response 465 

in traditional cherries from Portugal. Food Chem. 125, 318–325. 466 

Shahidi, F., Naczk, M., 2003. Phenolics in food and nutraceuticals. CRC Press, London. 467 

Silva, F.A.M., Borges, F., Guimarães, C., Lima, J.L.F.C., Matos, C., Reis, S., 2000. Phenolic acids 468 

and derivatives: studies on the relationship among structure, radical scavenging activity, and 469 

physicochemical parameters. J. Agric. Food Chem. 48, 2122–2126. 470 

Silva, I., Campos F.M., Hogg, T., Couto, J.A., 2011. Factors influencing the production of volatile 471 

phenols by wine lactic acid bacteria. Int. J. Food Microbiol. 145, 471–475 472 



20 

 

Svensson, L., Sekwati-Monang, B., Lutz, D.L., Schieber, A., and Gänzle, M.G., 2010. Phenolic 473 

acids and flavonoids in nonfermented and fermented red sorghum (Sorgum bicolor (L.) 474 

Moench). J. Agric. Food Chem. 58, 9214–9220. 475 

Thurston, P.A., Tubb, R.S., 1981. Screening yeast strains for their ability to produce phenolic off-476 

flavours: a simple method for determining phenols in wort and beer. J. Inst. Brew. 87, 177–477 

179. 478 

Tieking, M., Kaditzky, S., Valcheva, R., Korakli, M., Vogel, R.F., Gänzle, M.G., 2005. 479 

Extracellular homopolysaccharides and oligosaccharides from intestinal lactobacilli. J. Appl. 480 

Microbiol.  99, 692–702. 481 

Ulmer, H.M., Gänzle, M.G., Voguel, R.F., 2000 Effects of high pressure on survival and metabolic 482 

activity of Lactobacillus plantarum TMW1.460. Appl. Environ. Microbiol. 66, 3966–3973. 483 

Valcheva, R., Korakli, M., Onno, B., Prevost, H., Ivanova, I., Ehrmann, M.A., Dousset, X., Gänzle, 484 

M.G., 2006. Lactobacillus hammesii sp. nov., isolated from French sourdough. Int. J. Syst. 485 

Evol. Microbiol. 55, 763–767. 486 

Vallejo, F., Gil-Izquierdo, A., Pérez-Vicente, A., García-Viguera, C., 2004b. In vitro 487 

gastrointestinal digestion study of broccoli inflorescence phenolic compounds, glucosinolates, 488 

and vitamin C. J. Agric. Food Chem. 52, 135-138. 489 

Vallejo, F., Tomás-Barberán, F. A., Ferreres, F., 2004a. Characterisation of flavonols in broccoli 490 

(Brassica oleracea L. var. italica) by liquid chromatography–UV diode–array detection–491 

electrospray ionisation mass spectrometry. J. Chromatogr. A. 1054, 181–193. 492 

Van Beek, S., Priest, FG., 2000. Decarboxylation of substituted cinnamic acids by lactic acid 493 

bacteria isolated during malt whisky fermentation. Appl. Environ. Microbiol. 66, 5322–5328. 494 

Whiting, G.C., Coggins, R.A., 1971. The role of quinate and shikimate in the metabolism of 495 

lactobacilli. Antonie Van Leeuwenhoek. 37, 33–49. 496 

 497 

 498 



21 

 

 499 

 500 

 501 

502 



22 

 

Legends to figures 503 

Fig. 1. Quantification protocatechuic acid (black bars) and catechol (white bars) in unfermented 504 

cherry juice, in cherry juice incubated without bacterial inoculum (control), and in cherry juice 505 

fermented with Lactobacillus plantarum C2, C5, CIL6, POM1, 1MR20, and TMW1.460, 506 

Lactobacillus spicheri Lp38, Lactobacillus fermentum FUA3165 or Lactobacillus reuteri 507 

FUA3168. Data are shown as means ± standard deviations of three independent experiments. 508 

Significant differences (P<0.05) to unfermented cherry juice are indicated by an asterisk. 509 

Fig. 2. Quantification caffeic and coumaric acids, and relative quantification of dihydrocaffeic and 510 

phloretic acids in unfermented cherry juice, in cherry juice incubated without bacterial inoculum 511 

(control), and in cherry juice fermented with Lactobacillus plantarum C2, C5, CIL6, POM1, 512 

1MR20, and TMW1.460, Lactobacillus spicheri Lp38, Lactobacillus fermentum FUA3165 or 513 

Lactobacillus reuteri FUA3168. Panel A, caffeic acid (black bars) and dihydrocaffeic acid (white 514 

bars). Panel B, p-coumaric acid (black bars) and phloretic acid (white bars). Data are shown as 515 

means ± standard deviations of three independent experiments. Significant differences (P<0.05) to 516 

unfermented cherry juice are indicated by an asterisk.  517 

Fig. 3. Quantification chlorogenic acid, and relative quantification of caffeic, quinic, and 518 

dihydrocaffeic acids in unfermented broccoli purree, in chemically acidified broccoli purree 519 

(control), and in broccoli puree fermented with Lactobacillus plantarum C2, C5, CIL6, POM1, 520 

1MR20, and TMW1.460, Lactobacillus spicheri Lp38, Lactobacillus fermentum FUA3165 or 521 

Lactobacillus reuteri FUA3168. Chlorogenic acid (black bars) was quantified by UHPLC-DAD, 522 

relative quantification of caffeic acid (gray bars), quinic acid (gray hatched bars) and dihydrocaffeic 523 

acid (white bars) was achieved by LC/MS. Data are shown as means ± standard deviations of three 524 

independent experiments. Significant differences (P<0.05) to unfermented broccoli puree are 525 

indicated by an asterisk.  526 

Fig. 4. Schematic representation of the metabolic pathways of protocatechuic, p-coumaric, 527 

chlorogenic and caffeic acids (for review see reference 1). Red arrows refer to presumptive 528 
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metabolic pathways adopted by Lactobacillus spp. strains during fermentation of of cherry juice 529 

(ChJ) and broccoli puree (BrP).  530 



Figure 1 Quantification protocatechuic acid (black bars) and catechol (white bars) in unfermented 

cherry juice, in cherry juice incubated without bacterial inoculum (control), and in cherry juice 

fermented with L. plantarum C2, C5, CIL6, POM1, 1MR20, and TMW1.460, L. spicheri Lp38, L. 

fermentum FUA3165 or L. reuteri FUA3138. Data are shown as means ± standard deviations of 

three independent experiments. Significant differences (P<0.05) to unfermented cherry juice are 

indicated by an asterisk.  

 
Fermentation organism (strain number)

C
he

rry
 ju

ic
e

C
on

tro
l

C
2

C
5

C
IL

6

P
O

M
1

1M
R

20

TM
W

1.
46

0

Lp
38

FU
A

31
65

FU
A

31
68

[p
ro

to
ca

te
ch

ui
c 

ac
id

, c
at

ec
ho

l] 
(m

g 
/ L

)

0

20

40

60

80

100

* *

*
*

*

*

*

*
*

*

*
*



Figure 2. Quantification caffeic and coumaric acids, and relative quantification of dihydrocaffeic 

and phloretic acids in unfermented cherry juice, in cherry juice incubated without bacterial 

inoculum (control), and in cherry juice fermented with L. plantarum C2, C5, CIL6, POM1, 1MR20, 

and TMW1.460, L. spicheri Lp38, L. fermentum FUA3165 or L. reuteri FUA3138. Panel A, caffeic 

acid (black bars) and dihydrocaffeic acid (white bars). Panel B, p-coumaric acid (black bars) and 

phloretic acid (white bars). Data are shown as means ± standard deviations of three independent 

experiments. Significant differences (P<0.05) to unfermented cherry juice are indicated by an 

asterisk.  
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Fig. 3. Quantification chlorogenic acid, and relative quantification of caffeic, quinic, and 

dihydrocaffeic acids in unfermented broccoli purree, in chemically acidified broccoli purree 

(control), and in broccoli purree fermented with L. plantarum C2, C5, CIL6, POM1, 1MR20, and 

TMW1.460, L. spicheri Lp38, L. fermentum FUA3165 or L. reuteri FUA3138. Chlorogenic acid 

(black bars) was quantified by UHPLC-DAD, relative quantification of caffeic acid (gray bars), 

quinic acid (gray hatched bars) and dihydrocaffeic acid (white bars) was achieved by LC/MS. Data 

are shown as means ± standard deviations of three independent experiments. Significant differences 

(P<0.05) to unfermented broccoli purree are indicated by an asterisk.  
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Figure 4 Schematic representation of the metabolic pathways of protocatechuic, p-coumaric, 

chlorogenic and caffeic acids (for review see Rodriguez et al., 2009). Red arrows refer to 

presumptive metabolic pathways adopted by Lactobacillus spp. strains during fermentation of 

cherry juice (ChJ) and broccoli puree (BrP).  
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Table 1. LC-DAD-MS (Liquid Chromatography-Diode Array Detector-Mass Spectrometry) identification of phenolic compounds in extracts of 

unfermented cherry juice  

Peak Retention 
time (min) Identity Class of compound m/z [M-H]- m/z MSn HPLC DAD (nm) 

1 6.20 protocatechuic acida hydroxybenzoic acids 153 109 258, 293 

2 7.87 neochlorogenic acidb hydroxycinnamic acid 
derivatives 353 179, 191, 135 324 

3 9.49 p-coumarolquinic acidb hydroxycinnamic acid 
derivatives 337 163, 191 310 

4 10.37 chlorogenic acida hydroxycinnamic acids 
derivatives 353 179, 191, 135 328, 325, 299 

5 10.81 caffeic acida hydroxycinnamic acids 179 135 319 
6 12.41 p-coumaric acida hydroxycinnamic acids 163 119 309 
7 13.53 rutina flavonoids 609 301 352, 255 
8 19.6 quercetina flavonoids 301 151 369 

aIdentification of compounds with external standards.  

bTentative identification of compounds on the basis of mass spectra and UV spectra reported in the literature. 

 



Table 2. LC-DAD-MS (Liquid Chromatography-Diode Array Detector-Mass Spectrometry) identification of phenolic compounds in extracts of 

unfermented broccoli purree 

Peak Retention 
time (min) Identity Class of 

compound 
m/z [M-

H]- m/z MSn HPLC DAD 
(nm) 

1 2.01 quinic acidb Cyclohexane-
carboxylic acids 191 190, 173 255 

2 9.44 neochlorogenic acidb hydroxycinnamic acid 
derivatives 353 179, 191, 135 324 

3 11.12 p-coumarolquinic acidb hydroxycinnamic acid 
derivatives 337 163, 191, 119 310 

4 11.77 chlorogenic acida hydroxycinnamic acid 
derivatives 353 191, 179, 135 328, 325, 299 

5 12.07 caffeic acida hydroxycinnamic acids 179 135 319 
6 15.47 sinapic acida hydroxycinnamic acids 223  323, 327 

7 12.21 sinapoylhexoseb hydroxycinnamic acid 
derivatives 367 161, 205, 193, 191, 179, 135 325, 328 

8 13.25 sinapoylhexoseb hydroxycinnamic acid 
derivatives 367 161, 135, 179, 205 298, 313 

9 18.13 1,2-disinapoyl gentiobioseb hydroxycinnamic acids 
derivatives 753 223, 205, 193, 529, 175, 160 328 

10 18.28 1-sinapoyl-2-feruloyl gentiobioseb hydroxycinnamic acid 
derivatives 723 499, 205, 175,  223, 193, 208, 160 309 

11 19.47 1,2,2'-trisinapoyl gentiobioseb hydroxycinnamic acid 
derivatives 959 205, 223, 735, 529 352, 255 

12 19.74 1,2' disinapyl-2-feruloyl gentiobioseb hydroxycinnamic acid 
derivatives 929 205, 175, 223, 207, 160, 529, 705 369 

13 20.01 1-sinapoyl-2, 2'-diferuloylgentiobioseb hydroxycinnamic acid 
derivatives 899 175, 205, 223, 160, 193, 134 325, 328 

aIdentification of compounds with external standards.  

bTentative identification of compounds on the basis of mass spectra and UV spectra reported in the literature. 



Table 3. LC-DAD-MS (Liquid Chromatography-Diode Array Detector-Mass Spectrometry) 

identification of phenolic acid metabolites of lactobacilli.  

Retention 

time (min) 
Identity 

Class of 

compound 
m/z [M-H]- m/z MSn 

HPLC DAD 

(nm) 

5.77 catechola 
hydroxybenzoic 

acid derivatives 
109 108 275 

8.87 dihydrocaffeic acidb 
hydroxycinnamic 

acids derivatives 
181 137 279 

11.00 phloretic acidb 
hydroxycinnamic 

acids derivatives 
165 147 276 

aIdentification of compounds with external standards. 

 bTentative identification of compounds on the basis of mass spectra and UV spectra reported in the 

literature. 

 



Table 4. Metabolism of protocatechuic, caffeic and p-coumaric acids Lactobacillus spp. strains in mMRS.  

 Protocatechuic acid Caffeic acid p-Coumaric acid 

 
% 

substrate 
degradated  

metabolites 
(% of products) 

% 
substrate 

degradated 

metabolites 
(% of products) 

% 
substrate 

degradated 

metabolites 
(% of products) 

L. plantarum 
C2 55 ± 29 n.d. 100 ± 0 vinyl catechol (97 ± 1) 

dihydrocaffeic acid (3 ± 0.1) 41 ± 2 p-vinylphenol (92 ± 4); 
phloretic acid (8 ± 0) 

L. plantarum 
C5 100 ± 1 catechol (100 ± 23) 100 ± 0 vinyl catechol (100 ± 75) 34 ± 27 p-vinylphenol (86 ± 36); 

phloretic acid (14 ± 6) 
L. plantarum 

CIL6 100 ± 0 catechol (100 ± 2) 100 ± 0 vinyl catechol (80 ± 8) 
ethylcatechol (20 ± 2) 94 ± 3 p-vinylphenol (95 ± 14); 

phloretic acid (5 ± 0) 
L. plantarum 

POM1 100 ± 0 catechol (100 ± 10) 100 ± 0 vinyl catechol (100 ± 0) 98 ± 1 p-vinylphenol (93 ± 19); 
phloretic acid (7 ± 1) 

L. plantarum 
1MR20 100 ± 0 catechol (100 ± 71) 100 ± 0 vinyl catechol (100 ± 31) 0 ± 22 p-vinylphenol (tr.); 

phloretic acid (tr) 
L. plantarum 
TMW 1.460 100 ± 0 catechol (100 ± 61) 100 ± 0 vinyl catechol (93 ± 54) 

dihydrocaffeic acid ( 7 ± 5.1) 95 ± 3 p-vinylphenol (92 ± 9); 
phloretic acid (8 ± 3) 

L. spicheri 
Lp38 63 ± 5 n.d. 88 ± 1 vinyl catechol (100 ± 3) 22 ± 8 p-vinylphenol (100  ± 1) 

L. fermentum 
FUA3165 56 ± 37 n.d. 100 ± 0 vinyl catechol (12 ± 6) 

dihydrocaffeic acid ( 88 ± 39) 22 ± 30 phloretic acid (tr.) 

L. reuteri 
FUA3168 68 ± 12 n.d. 1 ± 13 n.i. ( 100 ± 17 ) 

dihydrocaffeic acid (tr.) 4 ± 14 p-vinylphenol (100 ± 2); 
phloretic acid (tr.) 

Data are shown as means ± standard deviations of three independent experiments. 

n.i., not identified; tr., traces. 



Table S1. Cell density (Log cfu/ml), pH values and concentration (mM) of organic acids (lactic, acetic and malic acids) of cherry juice (ChJ) and 

broccoli puree (BrP) fermented for 24 h at 34°C with Lactobacillus spp.  

Lactobacillus spp. Cell count (Log CFU/ml) pH Lactic acid (mM) Acetic acid (mM) Malic acid (mM) 

 ChJ BrP ChJ BrP ChJ BrP ChJ BrP ChJ BrP 

unfermented - - 4.01 ± 0.28b 6.51 ± 0.03a n.d. 4 ± 0c n.d. 4 ± 5c 464 ± 27a 21 ± 15a 
L. plantarum C2 9.13 ± 0.16a 9.51 ± 0.08a 3.72 ± 0.05cd 3.47 ± 0.10d 108 ± 14ab 185 ± 30a tr. 5 ±  2c 406 ± 14ab 2 ± 0b 
L. plantarum C5 9.32 ± 0.24a 9.51 ± 0.34a 3.62 ± 0.11d 3.51 ± 0.02d 78 ± 14abc 172 ± 21a tr. 6 ± 3c 425 ± 19ab 6 ± 2ab 

L. plantarum CIL6 9.16 ± 0.35a 9.53 ± 0.07a 3.83 ± 0.01bc 3.45 ± 0.06d 135 ± 33a 185 ± 31a tr. 5 ± 3c 407 ± 13ab 1 ± 0b 
L. plantarum POM1 9.28 ± 0.29a 9.44 ± 0.13a 3.89 ± 0.05bc 3.45 ± 0.10d 132 ± 26a 185 ± 34a tr. 5 ± 3c 394 ± 20b 2 ± 1b 
L. plantarum 1MR20 8.96 ± 0.27a 9.22 ± 0.11a 3.90 ± 0.02bc 3.46 ± 0.05d 133 ± 28a 176 ± 28a tr. 5 ± 4c 398 ± 14ab 4 ± 1ab 

L. plantarum 
TMW1.460 9.20 ± 0.25a 9.50 ± 0.20a 3.91 ± 0.17bc 3.43 ± 0.06d 134 ± 19a 186 ± 30a tr. 4 ± 3c 402 ± 21ab 1 ± 0b 

L. spicheri Lp38 9.27 ± 0.34a 8.93 ± 0.13b 4.28 ± 0.24a 4.02 ± 0.06c 87 ± 24abc 74 ± 9b tr. 9 ± 2bc 388 ± 22b 3 ± 1ab 
L. fermentum FUA3165 8.81 ± 0.37a 9.15 ± 0.03ab 3.96 ± 0.15b 4.28 ± 0.23b 65 ± 26bc 53 ± 12bc tr. 19 ± 7ab 387 ± 41b 1 ± 0b 

L. reuteri FUA3168 9.06 ± 0.28a 9.16 ± 0.13ab 3.83 ± 0.17bc 4.24 ± 0.21b 27 ± 8c 60 ± 13bc tr. 22 ± 4a 432 ± 20a 0 ± 0b 

Data are shown as means ± standard deviations of three independent experiments. 

n.d., not detected; tr., traces. 

a–d, means within the column with different superscript letters are significantly different (P<0.05). 
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